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1.0 General Information

1.0 GENERAL INFORMATION

1.1 System Overview

ANEXdb allows scientists to store and analyze gexgression data in the form of microarray
experiments. CurrenthAffymetrix is the only platform supported. The ANEXdb data&bas
schema igvailable here

The underlying functions performed by the systeensdorage and query-based retrieval.
The system idroadlybased on a web-based, 3-tier architecture.

User access mode is essentially restricted viavdiebased client.

System status @perational
1.2 References

This document was prepared as is by the ANEXdb cdewelopment team. Refer
www.anexdb.org

1.3 Authorized Use Permission

This system is protected from unauthorized usagoammaking unauthorized copies of data,
software pieces, etc. For further information ais,t please get in touch with the point of
contact(s) (Refer 1.4).

1.4 Points of Contact

Please drop a note stmius@iastate.edior queries or feedback.

1.5 Acronyms and Abbreviations

ANEXdb Animal Expression Database
NSF National Science Foundation
USDA United States Department of Agriculture
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2.0 GETTING STARTED

2.1 Logging On/ Registering

Depending on whether the system is being usedhfoffitst time, you may need to register by
clicking ‘Register’ at the top-right part on theathng page atvww.anexdb.org

% ANEXdb - Register - Mozilla Firefox

Fle Edt Wew Hstory Bookmarks Tools  Help

@ - - @ 2% [ L1 st anexdb crgireister.php (=] B [Cl] 1)

P Getting Started [ Latest Headlines | | svncat || ANEXdD - Animal Expr...

|J AnExdb - &nimal Expression ... | [} AmERdb - Animal Expression ... || ANEXdD - Animal Expressian ... [} ANEXdb - Animal Expression ... | || AREXd - Animal Expression .., [} ANExdb - Register @ -

=Xadlo

ANEXdb: Animal Expression Database
Horme Search Help Register | Login

ANEXdb > Register

Register
*Email address: [ |

*Re-enter email address: | |

First name: |
Last name:
Job title:

Head of lab:
Lab name:
Institution:
Street address:
City:

State:

Country:

Zip Code:

SelectaCouty v

Dane

[ - [ = r 7 [ o= o R
14 Start £ anexdb,org - defaulk.. ) anexdb,org - default ., £ Java-anxdhofercfed.., | T user_manual - Meros, . 1) AERdh - Register - .. S mg 2 &"J 12:34 PM

Filling in all the fields (besides mandatory) ixeenmended so that the admin can track the
submissions. When you register, it is only requiteat you enter an email address and password,
but the more of the other details you enter hdre, less you will have to enter later when
submitting sample information.
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2.2 Dashboard

After you register, login using your email addressl password. After logging into the system,
the user will be presented with a dashboard, wherean create new experiments.

%2 ANEXdb - Dashboard - Mozilla Firefox
Fle Edt Wew History Bookmarks Tools  Help

@ - @ % [ 1 hetpujjwmmn.snexdb, orgjdashiboard. pho [=[ &) [T/ 0w &)

P Getting Started [ Latest Headlines | | svncat || ANEXdD - Animal Expr...

[} AnExdb - Animal Expression ... | [ ANEXdb - Animal Expression ... [} ANEXdb - Animal Expression ... | L AmExdb - Animal Expression .., | [} ANEXdb - Dashboard (5]

[} AMEXdh - Animal Expression ., | =
ANEXdb: Animal Expression Database T
Home Cashboard Search Help Logged in as sushain pandit@gmail.com. Logout]
ANEXdb = Dashboard

Your Groups ] o |
\ Start MNew Submission

[croup Name ] created | |

“fou are not currently a member of any groups.

Your Submissions
Your Account Info (edit)

e — [ Experiment | Date treated | status | |
—_ You have no pending experiment submissions.

Email sushain.pandit@gmail.com

Firstiame  Sushain

LastName  Pandit Your Experiments

JobTitle Graduate Research Assistant

HesdofLab | DriHonavar [Experiment ] bate created ] visibility ||

it artificial Intelligence Research yet_anaother_test 2009-01-02 00:00:00  Public

Lab another_test_2 2009-01-02 00:00:00  Public

Institution  Towa Stats University testing_multiple_Rybrids  2008-01-02 00:00:00  Fublic

Street testing_new_jar 2009-01-02 00:00:00  Public

State

City

Country

zZip

Fhone 515-451-0757

v

Dane

4 start | f anexob.org - defaul . | anewobiorg - defaul .., | & Javs - amsdbofsecfed,., | T tssmanual - Mieros . ) anEsidh - Dashboard ..,

2.2.1 Start New Submission

This may be used to start the new submission. G@ircthe "Start New Submission” link to begin
entering a new experiment.

2.2.1 Your Submissions / Experiments

These boxes enlist all the submissions done unaeiparticular used-id along with other useful
information on the current status of submissions.

2.2.1 Account Info / Groups
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These enlist your profile information and whetheu'ye any group privileges as determined by
the ANEXdb admin.

2.3 Exiting the System

Make sure you logout properly by clicking ‘logown the top right. Any incomplete submissions
can be located within ‘“Your Submissions’ box whe yog into the system the next time.
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3.0 USING THE SYSTEM

3.1 Submitting an experiment

Clicking ‘Start New Submission’ on your dashboatatts a new experiment.

) ANEXdb - Submit - Experiment - Mozilla Firefox

Fle Edt Wew History Bookmarks Tools  Help

@ - - @ 2% [ L1 hepuifwmn. anexdb.orgfscbmitexperimert phpznsi=1 [=[ ] @]

P Getting Started [ Latest Headlines | | svncat || ANEXdD - Animal Expr...

|J AnExdb - &nimal Expression ... | [} AmERdb - Animal Expression ... || ANEXdD - Animal Expressian ... [} ANEXdb - Animal Expression ... || AREXd - Animal Expression .., [} ANExdb - Submit - Experi... 3

Experiment
AMNEXdb follows the guildlines for a GEQ SOFT submission. For a full description go here,

*Experiment Title:

FExperiment Description: [

*isibility: | Public Bl Group (optional): \_:Selectagmupforgroup visihility V| 7
GEO Accession Number

2
(GSE or GDS): 1
Experiment Design

?

Factor 1:] | Murber of Levels: [

[ Add Factar ] [ Refrash Factors ]
Factors should include every factor relevant to the study:
- Experimental conditions such as time points, animal lines, administration of a drug and dose
- Animal specific items such as animal numbers
- Replicate information for either biological or technical replicates

Dane

7g Stant | £ anexdb.org-defauk.. | 0 anexdbiorg - defaul .. | € Java-aabojscled.., | T user manual-Meros,,, ) AnExds - Subrit - Ex... Ao 7 4{4 1:09 PH

Following is a general guideline for experimentrsugsions.

Title: The experiment title is the same as what you @eek in GEO. An example would be
"Expression data from non-infected and Salmonejfahimurium infected mesenteric lymph
nodes".

Description: This is a longer text description of the expemingnd its design. You should
probably mention the factors and methods usedaexperiment here.

Visibility : Here you will set whether you would like the esipeent to be available to the public.
Public visibility is the default setting and allo@syone to view your experiment and data.
Private keeps the experiment hidden so that onlycgm view it. If you are a member of a Group
you will also be able to choose group visibilitydathat group so that only you and other
members of your group can view the experiment.
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GEO accession number (optional)lf your experiment has already been submitted and
reviewed by NCBI GEO, you can enter the GDS or @&&ession number here.

Experiment Design Enter the Factors and Levels of your experimené hFor example, if your
experiment is a time course experiment with foonetisteps, you would enter "Time" in the
Factor box, and "4" in the Number of Levels boxydti have only this factor, you would then
click "Refresh Factors" to enable 4 text boxeshst you could enter your levels (e.g. 4 hours, 8
hours, 16 hours, 24 hours).

Publications (optional). If a journal article related to this experimeastalready been
published, you can enter the article details here.

Links (optional): If you have a website with supplementary mateaiaut this experiment, you
can enter that link here.

3.2 Uploading associated files

B ANEXdb - Submit - Upload - Microsoft Internet Explorer

File Edt ‘iew Favorites Tools Help u

@Back - lﬂ Ig ;\ J.- ) Search ‘L_"_‘;"Favuntes & (- ,’ i ) @ e

Address :@VhtFp:7[4'7www.a[\rexdlnr.nrqr[sgrk?rnirtfupr\nraq‘php [~ Bleo ks ®

Google |G+ v Goo @ v | 99 Bodmarsw Sioblocked 9 Check vy Autolink w o7 |wp Sendtow () settings=

7 - G4~ wieb Search <[22 Bockmarks ~ [ ssttings = | Eqmal - @My vahoo! = | Edanswers ~ E@Games - antispy- EjNews ~ % Shopping =

| é ANEX;ﬂb—Submlt—Upluad 1 ok Add Tah %]
&

Please select all fl\es related to the axperiment. and hybridizations and upload them here using this applet.
Exdb only supports files in affymetriz formats (CEL, CHP, or EXP).
on the fol\nwmg page you will associate these files with each hybridization,
filenames should therefore be unigue sothat you can distinguish files from one anather,

SelectFiles to upload
Browse Remove Glear list

Upload
MultiPowUpload 1.7.3

¢ | &
&] Done 8 Internet

e 3 \ o as | R
Jdstart | falanexdborg - defauk.. | @ lanexdborg- defaul. | &= Java- anvobofsrced.. | User_manual-Micros.. | ) ANEXdD - Help Mozl /2§ ANEdb - Subrrit - Up.., Am gy &) e

Once the plugin loads, click "Browse..." and setbet .CEL files and .CHP files from your experiment
You should probably have some way of identifyingthg filename which chip it belongs to so that you
can associate it on the next page. When you are delecting the files, be sure to click the "Upload
button. Once the upload is done, move on to thé pege.
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3.3 Hybridizations page

Following is a general guideline for entering tta¢adon this page.

Array Design: This drop-down menu lists all of the Affymetrikips currently loaded. If your
experiment used a chip that is not listed, pleas¢act an administrator using the email address
at the bottom of this page.

GEO Accession Number If your experiment has already been submittedramigtwed by NCBI
GEO, you can enter the GSM accession number assoaigth this particular chip here.

CEL File: This drop-down will contain a list of the CELd#8 you uploaded on the previous
page. Select the one for which you would like td ddtails.

CHP file: This drop-down will contain a list of the CHPefd you uploaded on the previous page.
Select the one for which you would like to add deta

Factors: Select the levels of the factors related to thp gou selected. If you selected
pig_4hours.cel, select "4 hours" in the "Time" ddgwn menu here.

Organism: Select the organism from which your sample came.

Organism part: Enter the type of tissue from which the samplaeaExamples are liver, lung,
MLN.
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Sample molecule The molecule type extracted from the sample.

Labeling compound This is usually biotin for Affymetrix experiments dual-color
experiments this is often Cy3 or Cyb.

Sample description A short description of this particular sample. &mample would be
"mesenteric lymph nodes, non-infected pig, rep 1".

Treatment protocol: Describe the sample treatment. You can find amgpte of this athis
link.

Extract, Scan, Label, Hybrid Protocols These drop-down menus allow you to quickly sedect
complete description of your protocol. If you da fiad your particular protocol in the list,
please contact us.

When you are done with that page, you have seuvetains: -

a) Cancel - This will not submit your current hybization and will bring you back to the main
page.

b) Save - This will save the hybridization you a@rking on, but will keep you on that page.
c) Add another hybridization - Saves your currgyfirtdization and lets you add another .

d) Save & Continue - If this is your last hybridiza, click this to save and move on to the last
review step.

e) Continue without Saving - If this is your lagbhidization, click this to move on to the last
review step without saving this hybridization.

3.4 Review page

This last page allows you to look at what you'versiited and make sure it's correct. When you
are ready to submit, click the Complete Submisdiotton and it will be approved by an
administrator before being submitted to the puld&tabase. You should now see your
experiment in the Your Submission table in "Pentstgtus.
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4.0 QUERYING

The system can be queried using varied criterithersearch pagehitp://www.anexdb.org/search.php

4.1 Query Capabilities

4.1.1 Search by Experiment

This option can be used to search using any dioll@ving:
- Experiment Accession number (ANX.species.#)

- Experiment title keywords
- GEO Data Set or Series (GDS/GSE)

4.1.2 Search by Consensus ID
This option can be used to search using:

- Enter Cluster number followed by Contig numbee, ITC.1.1 - GEO Data Set or Series
(GDS/GSE)
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4.1.3 Search by Hybridization
This option can be used to search using any diolleving:
- Hybridization accession number (ANX.species.#.#)
- GEO Sample Number (GSM)

- Sample description
- Sample tissue

4.1.4 Search by Gene or Sequence ID
This option can be used to search using any diolle@ving:

- Gene Name
- Affymetrix Id
- NCBI RefSeq ID

4.1.5 Search by Affymetrix Probe ID

This option can be used to search using affymenabe id. For instance - Ssc.10082.1.A1_at.

4.1.6 Browse by Organism

This option can be used to search using any obtganism types using the drop-down menu
given.

User's Manual



4.0 Querying

5.0 IMPORTANT INSTRUCTIONS AND FAQS

User's Manual



5.0 Important Instructions and FAQs

5.0

IMPORTANT INSTRUCTIONS AND FAQS

This section contains some important observatibasrhay come handy to the users.

5.1

Submission and Finalization process

Once an experiment is submitted, it is temporatityed in an intermediate database and
remains there until the admiimalizesit.

The finalizationprocess is essentially controlled by the systemiaénd it is his
responsibility to ensure that the experiment subimisis proper and in accordance to
guidelines, however, to make his job easier, iecommended that submissions be made
as per the above specified guidelines.

Once the experiment gets finalized, it is queuatigets processed within a pre-
determined time-slot by a server-baseah process. This process runs 12 am — 7 am due
to server load constraints and thus, it is notmeoended to browse / click / review your
experiment until a day after it is finalized angagrs in the Search Results. This will
ensure that the data has been processed and tlfiéesokill be properly generated.

Failure to conform with the above quideline will result in incorrectly populated soft
file references.

Once the experiment is finalized (can be viewethenSearch Results) and the above
mentioned time-period has elapsede may go ahead and click on the corresponding
experiment on the search page.
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5.2

5.3

Regarding soft files and zip archives

Upon clicking on the experiment in Search Reswts) will be presented by the
experiment page with download links for soft ardparchive.

The soft file is accordance with GEO guidelinesisTitle refers other experiment-related
files like .chp and .cel.

In case of any missing valules that the systemdroufind, there would be a placeholder
—anexdb_admin insert value here.

This field would indicate that there has been samssing information in the experiment
submission and you should either change it to tieect value manually, or re-submit the
experiment with the correct value / files.

The zip archive would contain soft, .cel, .chp dilor the experiment submission. All
these would be needed since soft refer to thenttaydre all needed to conform to GEO
submission requirements.

It is highly recommended to cross-check the zip@atisbefore submitting it to GEO. In
case, any of the experiment-related files (.cdip)ds found missing, you should either
manually add it to the archive, or check your expent submission (on the experiments
page) to ensure that you indeed submitted thelfiteng the submission process.

If you find that the file is absent in the zip evidrough it appears in the submission,
please drop a note to one of the points of coritatgr 1.4).

Submitting the experiment to GEO

For successful submission to GEO, one would needutamit a zip archive of the
generated SOFT file and the CEL/CHP files usingDRivect depositoption at theDirect

Depositpage.

Select 'File format' SOFT, 'Submission kind' newl anter an appropriate 'Release date'
for your data, before clicking the 'Submit' button.
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5.4

Updating the soft after submission (if required )

For performing batch updates in the submitted S@éllow these guidelines: -

Include the attribute "!Sample_ GEO_accession = G8¥where GSMxxx indicates the
accession number of the record to be updated gimiuse !Platform_GEO_accession =
GPLxxx, and ISeries_ GEO_accession = GSEXxxXx).

You can provide the entire SOFT record with theaigsary revisions. Alternatively, you
can simply provide the revised attributes and/da ti@ble. Data table updates are 'all-or-
nothing', e.g., to revise data in one column afldg, it is necessary to update the whole
table.

Submit your SOFT update file by selecting the 'SQiption on theéirect Depositpage.
Make sure to check the 'Update’ box. Successfutegdvill be reflected immediately on
your GEO records.

Refer the following examples (data tables, if anyncated at 20 rows) for creating SOFT
update files:

An example of a filaipdating Series attributes

An example of a filaipdating an attribute in multiple Samples

An example of a filaipdating data tables in multiple Samples

An example of a filaipdating data tables and attributes in multiple fam

An example of a filaipdating Samples using complete SOFT records
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